
Figure S1. High‑performance liquid chromatography profile of TAT‑ATXN1‑CTM. TAT, transactivator of transcription protein 
of HIV‑1; ATXN1, ataxin 1; CTM, chaperone‑mediated autophagy‑targeting motif; Ret. Time, retention time.



Figure S2. High‑performance liquid chromatography profile of TAT‑CTM. TAT, transactivator of transcription protein of HIV‑1; 
CTM, chaperone‑mediated autophagy‑targeting motif; Ret. Time, retention time.



Figure S3. Mass spectrometry profile of TAT‑ATXN1‑CTM. TAT, transactivator of transcription protein of HIV‑1; ATXN1, 
ataxin 1; CTM, chaperone‑mediated autophagy‑targeting motif; MW, molecular weight; ESI, electrospray ionization; CDL, 
curved desolventization lines; T.Flow, total flow.



Figure S4. Mass spectrometry profile of TAT‑CTM. TAT, transactivator of transcription protein of HIV‑1; CTM, chaperone‑medi-
ated autophagy‑targeting motif; MW, molecular weight; ESI, Electrospray Ionization; CDL, Curved desolventization Lines; 
T.Flow, Total Flow.



Figure S5. HK2 overexpression plasmid increases HK2 
mRNA level. Reverse transcription‑quantitative PCR analysis 
of HK2 mRNA expression after transfection with HK2 
plasmid or empty vector in 293T cells. Data are presented as 
the mean ± SEM (n=3). An unpaired two‑tailed Student's t‑test 
was used to assess significance. ##P<0.01 vs. empty vector. 
HK2, hexokinase 2.


